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Corn - Nutrition Facts

Type

Corn flour, whole-grain, yellow |+| 5“1"[’]‘['J'ggrams ] 80% . 1??@* SI'

General information

General Vitamins & minerals

Amount .
Calories 361 e E%/E\E
Water 1% °® 1&?%2 {EEH =
Protein 69¢g Q ) lé \\\ \__ r—‘\—| =
—1— =

Carbs 7699 ‘ ’:F’E% B

Sugar 06g

Fiber 7349 . ~ "__ZE z /_"\ =
RERZE(R

Saturstc 0540 «  Omega-3/Omega-6LLfl

Monounsaturated 1.02g

Polyunsaturated 1769

Omega-3 005¢g

Omega-6 171g

Trans fat =
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Figure 2. Schematic structure of the expression vector FSN-CYP71AV1-CPR (FYR). The vector has two
independent T-DNA structures and the distance between these two T-DNA borders is 5.22 kb. Cyp71av] was driven
C D Amorpha4,11-disna by double 35S promoter and cpr was driven by single 35S promoter. The npfIl is used as the selectable marker. NOS
12 TP309 Root Stem Leaf En M pHSA = nopaline opine synthase; NPTII = neomycin phosphotransferase II; CaMV = cauliffower mosaic virus; LB
- CYPTIAVE and RB = left and right borders, respectively.
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ALY . Figure 3. Regeneration of transformed plantlets from leaf discs of Artemisia annua. a. A. annua shoots co-cultivated

* = ,.-" with Agrobacterium tumefaciens for 72 h. b. Calli-derived shoot formation (indicated with arrow) obtained after
—@ 3 transferring to regeneration medium. c. Plantlets of 4. annua transferred info rooting medium. d. After roots were
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PNAS’ 2011, He et al

Genetics and Molecular Research 11 (3): 3298-3309 (2012)
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