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FACRLEnage LREIERAELC tRERERAfRe ttagtEaage CUERGERALC colgasacte 6l

tectgtgeag colotggatt cacttteagt agotatacca LEtettgEp!l togccagaot 120
[ooo1]

CCREARAARA ERCIERARLE ERtcgcaace attagtaatg gtggtagttt cacctactat 180

coagacagta tgaagggccg attcaccate tccagagaca atgccAagaa caccctgtac 240

clgeaaatpgs geagtcigas glelgaggac acagoeatgt sttaciglac aagagatict 300
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gacgtgaaac tggtagagtc tggaggagac ttagtgaagc ctggaggatc cctgaaactce 6o
tectatocag cetetagatt cactitcaat agctatacca taotcitogat fcgccagact 120
££99a9230a ggctagagty ggtcacaace attagtaatg gtggtagiit cacctactat 188

Ccaoacagta 1gaagagccy attcaccate focagagaca atgccaagaa caccctotac 240
ctocaaatga gcegtctoaa gtctgagoac acagecatat attactgtac aagagatict 300
gattactaca gtatctttaa ctactagaac casgacacsa chetcacagt chectea 357
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WO2018068695A1 Single-domain antibodies and variants thereof against ctla-4
Overview Dual View Citation Family Legal
Abstract

The present application provides constructs comprising a single-domain
antibedy (sdAb) moiety that specifically recognizes CTLA-4. Also provided
are methods of making and using these constructs.

Claims

1.An isolated anti-CTLA-4 construct comprising a single-domain antibody
(scddAb) moiety specifically recognizing CTLA-4, wherein the sdAb moiety
comprises a CDR1 comprising the amino acid sequence of any one of

SEQ ID NOs: 17-32 and 213-222, or a variant thereof comprising up to
about 3 amino acid substitutions; a CDR2 comprising the amino acid
seqguence of any one of SEQ ID NOs: 49-64, 233-242, and 339, or & variant
thereof comprising up to about 3 amine acid substitutions; and a CDR3
comprising the amino acid sequence of any one of

SEQ ID NOs: 81-96 and 253-262, or a variant thereof comprising up to
about 3 amino acid substitutions.

2.The isolated anti-CTLA-4 construct of claim 1, wherein the sdAb moiety
comprises a CDR1 comprising the amino acid sequence of any one of
SEQ ID NOs: 17-32 and 213-222; a CDR2 comprising the amino acid
sequence of any one of SEQ ID NOs: 49-64, 233-242 and 339;
CDR3 comprising the amino acid sequence of any one of

SEQ ID NOs: 81-96 and 263-262; or a variant thereof comprising up to
about 3 amino acid substitutions in the CDR regions.
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谢谢，各位老师的聆听，希望以上内容能对老师们的工作有点帮助。
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